Microarray Visualization Software Comparison
	Product
	Company/ Institution
	Interface/ Operating System
	Features
	Additional Info

	Dapple 0.86
	University in St. Louis
	UNIX-like operating systems
	Quantisation spots on a two-colour DNA microarray image
	Source code and technical report available

	Extraction of Differential Gene Expression
EDGE


	Biostat
	Windows


	a software package for the significance analysis of DNA microarray experiments -- for both standard and time course experiments,
Data transformation and visualization
	-

	Expander

(EXpression Analyzer and DisplayER)
	Tel Aviv University
	Java
	Analyses gene expression data. Capable of clustering, visualizing, biclustering and performing downstream analysis of clusters and biclusters such as functional enrichment and promoter analysis
	Manual

	ExpressionSieve
	BioSieve
	Java
	Microarray data analysis package, strong in linking biological significance to expression patterns, data and analysis process management, signature gene discovery and class discovery & prediction.
	-



	F-scan 1.3
	National Institutes of Health
	Windows, Mac, Linux/ Unix running MATLAB environment

	Quantification and analysis of fluorescently probed microarrays; scatter plots; multiple image comparison; data merging and web links.
	Download available upon registration; Manual; sample images for testing [pc][Mac][UNIX]; reference [PubMed]

	Genesis
	Bioinformatics Group, Institute of Biomedical Engineering, Graz University of Technology
	Java, tested on Windows 2000, LINUX, Thru64 UNIX, Solaris and Irix
	A Java suite containing various tools such as filters, normalization, visualization tools, common clustering algorithms, SOM, k-means, PCA, SVM, map gene onto chromosomal sequences
	download; documentation; licensing



	GridGrinder
	Corning Inc.
	Engine: cross-platform;
GUI: Windows 95/98/NT
	automated origin location, skew detection, and grid placement;  can handle an arbitrarily large number of colour channels;  files can be processed in batch mode, and output data can be tailored to meet the
user's needs
	Download; Manual; Source code (GUI) (Engine);

	Gleams 3.0
	NuTec sciences
	UNIX
	Integrated image acquisition and data mining; High throughput batch parallel processing; accept various input format; quality metrics
	-

	J-Express 2.1
	
	Linux Macintosh Unix Windows, Java
	Comprehensive portable software package for analysis and visualization of microarray data. The program gives access to multidimensional scaling, clustering, and visualization in an integrated and flexible way. Its efficiency allows interactive clustering of thousands of expression profiles on standard personal computers.
	-

	Lucidea 
Automated Spotfinder
	Amersham Bioscience
	Windows 2000/ NT
	Spot identification; batch processing; quality metrics
	brochure;



	Matarray
	National Research Centre for Juvenile Diabetes
	Windows?
	An integrated image analysis package that performs spot detection, signal/background segmentation, signal intensity determination and quality determination. It employs a simple algorithm that utilizes both spatial and intensity information for spot detection and signal segmentation and the procedure can be iterated to improve performance.
	reference [PubMed][PDF]

	Phoretix Array 3
	Nonlinear Dynamics
	Windows
	Spot identification, quantisation and normalization; analyze any format of macro-, micro- array and distorted images, label replicated spots.
	user friendly GUI; evaluation available; brochure available upon request;

	P-scan 1.2 (Peak quantification using Statistical Comparative Analysis)
	National Institutes of Health
	Windows, Mac, Linux/ Unix running MATLAB environment
	Quantification and analysis membrane cDNA array; scatter plots; multiple image comparison; data merging and web links.
	registration before download; manual; samples images available; reference [PubMed]

	QuantArray
	Packard Bioscience
	Windows NT
	Quantisation, spot quality measures and normalization; can analyze up to five colour microarray images
	brochure;



	ScanAlyze 2
	Lawrence Berkeley  National Lab (LBNL)
	Windows 95/98/NT
	Process fluorescent images of microarrays. Semi-automatic definition of grids and complex pixel and spot analyses. Outputs to tab-delimited text files for transfer to any database.
	Download; Manual; source code;

	TIGR Spotfinder
	The Institute of Genomic Research (TIGR)

	Windows
	Spot identification; Microarray image processing
	Registration before any download; User guide; Reference [PubMed]

	TIGR MultiExperiment Viewer
	The Institute of Genomic Research (TIGR)

	Java
	Analysis and Visualization of Microarray Data
	-

	UCSF Spot
	Jain Lab; 
UCSF
	Windows
	Spot identification; can use a counterstained, DAPI image for segmentation based on the DNA distribution in the spots
	download; examples;


